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Introduction 
 
In the UK, approximately 35 million pheasants 
(Phasianus colchicus) are released into the 
countryside each year and it has been estimated that 
up to 16% can survive the shooting season. The diet of 
pheasants mainly consists of seeds, foliage, and 
invertebrates, but as opportunists, they will also eat 
small mammals, amphibians and reptiles (Figure 1.). 
This has led to much anecdotal evidence that 
pheasants are having a negative impact on species of 
concern, particularly reptiles. The aim of this pilot study 
was to investigate the potential link between pheasants 
and three reptile species (slow worm, Anguis fragilis, 
grass snake, Natrix natrix, and adder, Vipera berus) as 
prey items.   
 
 
Approach 
 
DNA analytical techniques were used to investigate the presence of reptile DNA in pheasant 
faecal samples. In total, 50 samples were analysed from Swinyard Hill and Castlemorton 
Common (Malvern Hills SSSI, Worcestershire); areas where slow worms, grass snakes and 
adders are known to be present. The location of all faecal samples was determined using 
GPS ± 50cm (Figure 2.). Samples were collected on the 1st and 5th July 2013. To ensure 
faecal samples were from pheasants and not from similar bird species (e.g. red-legged 
partridge, Alectoris rufa), all faecal samples were tested for the presence of pheasant DNA.  
 

The correct analytical procedure for detecting 
reptile DNA was confirmed by analysing tissue 
samples of slow worm, and cloacal swabs of grass 
snake and adder. The technique for detecting prey 
items in pheasant faecal samples was also 
investigated by testing for wolf spider (Pardosa 
spp.) DNA. Wolf spiders caught in pitfall traps were 
observed to be the most abundant insect group in 
the area. Consequently, they might be expected to 
form a common component of pheasant diets. 
 

 
 
 
 
Results 
 
The analytical procedure used was suitable for detecting reptile DNA, but no DNA of 
potential prey species (slow worm, grass snake, adder and wolf spiders) was found in the 50 
pheasant faecal samples analysed.  
 

Figure 1. Pheasant (Phasianus colchicus) 

eating a juvenile grass snake (Natrix natrix). 

Figure 2. Documenting the GPS location of pheasant 

(Phasianus colchicus) faecal samples in the Malvern 

Hills. 
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Discussion 
 
Analysis of pheasant faecal samples for reptile DNA has not confirmed that pheasants are 
consuming slow worms, grass snakes and adders in the Malvern Hills, despite such 
techniques being used to successfully determine prey species of seabirds (Deagle et al. 
2007) and corvids (Oehm et al. 2011). However, from the small number of samples 
processed, it would be wrong to conclude that pheasants are not eating reptiles; it is 
possible that any reptile DNA consumed was degraded during digestion (Regnault et al. 
2006). This might also explain the lack of wolf spider DNA in the faecal samples. A key 
outcome of this pilot study is the need to ascertain whether reptile DNA can actually persist 
through the digestive tract of pheasants, enabling this technique to be suitable for detecting 
prey items of pheasants. This could be achieved by feeding captive pheasants known prey 
items. 
 
Due to low population numbers of reptiles, the encounter rate by pheasants might be 
expected to be low, which would be reflected by a low proportion of faecal samples 
containing reptile DNA. Ideally, a greater number of samples should have been analysed, 
but it was extremely difficult to find faecal samples in the bracken, grassland, and scrub 
habitats where reptiles and pheasants were both present. A greater success of finding reptile 
DNA in pheasant faeces might be obtained from collecting samples between August and 
September, following the birth / hatching of young reptiles, as these might be more 
vulnerable to predation.  
 
Overall, this study has provided a good foundation for further research into the relationship 
between pheasants and reptiles as prey items. However, had reptile DNA been found in the 
faecal samples it would still not provide an indication of whether pheasants have an impact 
on reptile populations. It must also be remembered that other predators are also likely to 
have an impact, including corvids and raptors, but these are typically native species, unlike 
pheasants. 
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